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V 

MTSP3 194 LACGKS LKTPRWGGEEASVDSWPWQVSIQYDKQHVCGGSILD 236 

205 

MTSP4-S 396 PQCDGRPDCRDGSDEEHCECGLQGPSSRIVGGAVSSEGEWPWQASLQVRGRHICGGALIA 455 

424 

MTSP4-L 540 PQCDGRPDCRDGSDEEHCECGLQGPSSRIVGGAVSSEGEWPWQASLQVRGRHICGGALIA 599 

568 

MTSP6 205 TACGHR RGYSSRIVGGNMSLLSQWPWQASLQFQGYHLCGGSVIT 24 8 

217 + 

MTSP3 237 PHWVLTAAHCFRKHTDVFN--WKVRAGSDKLGS FPSLAVAKIIIIEFNPMYPKDND 290 

MTSP4-S 456 DRWVITAAHCFQEDSMASTVLWTVFLGKVWQNSRWPGEVSFKVSRLLLHPYHEEDSHDYD 515 
MTSP4-L 600 DRWVITAAHCFQEDSMASTVLWTVFLGKVWQNSRWPGEVSFKVSRLLLHPYHEEDSHDYD 718 
MTSP6 249 PLWIITAAHCVYDLYLPKS--WTIQVGLVSLLD--NPAPSHLVEKIVYHSKYKPKRLGND 304 

MTSP3 291 lALMKLQFPLTFSGTVRPICLPFFDEELTPATPLWIIGWGFTKQNGGKMSDILLQASVQV 350 

* 

MTSP4-S 516 VALLQLDHPWRSAAVRPVCLPARSHFFEPGLHCWITGWGALRE-GGPISNALQKVDVQL 574 

MTSP4-L 660 VALLQLDHPWRSAAVRPVCLPARSHFFEPGLHCWITGWGALRE-GGPISNALQKVDVQL 718 

* 

MTSPS 305 lALMKLAGPLTFNEMIQPVCLPNSEENFPDGKVCWTSGWGATED-GGDASPVLNHAAVPL 363 

* 

MTSP3 351 IDSTRCNADDAYQGEVTEKMMCAGIPEGGVDTCQGDSGGPLMYQSDQ--WHWGIVSWGY 408 

MTSP4-S 57 5 IPQDLCS - -EVYRYQVTPRMLCAGYRKGKKDACQGDSGGPLVCKALSGRWFLAGLVSWGL 632 

MTSP4-L 719 IPQDLCS --EVYRYQVTPRMLCAGYRKGKKDACQGDSGGPLVCKALSGRWFLAGLVSWGL 776 

MTSP6 364 ISNKICNHRDVYGGIISPSMLCAGYLTGGVDSCQGDSGPLVCQERR-LWKVLVGATSFGI 442 

MTSP3 409 GCGGPSTPGVYTKVSAYLNWIYNVWKAEL 4 37 

MTSP4-S 633 GCGRPNYFGVYTRITGVISWIQQWT 658 

MTSP4-L 777 GCGRPNYFGVYTRITGVISWIQQWT 802 

MTSP6 42 3 GCAEVNKPGVYTRVTSFLDWIHEQMERDLKT 453 

^ cleavage site 
+ potential glycosylation site 
* unpaired cysteine 
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